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HB: Homogenization Buffer

20 mM Hepes 1M 0.2 mL
0.22 M Mannitol 1M 2.2 mL
0.08 M Sucrose 2M 0.4 mL
Aprotinin 200X 50 uL
PMSF 100X 100 uL
Milli-Q H,O 7.2 mL
Total 10 mL
Na2CO0s
0.1 M Na2COs (pH 11.5) 1M 106 g
Milli-Q H,0 up to 100 mL

(A L7 CLIIE pH 115 1272 208, #2572 5 0.2 N NaOH TS 5,)

TX/HB
1% Triton X-100 20% 5uL
HB-PI 95 uL,

Total 100 uLL
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